1 



1 C&R-102 

SEQUENCE LISTING 

<110> ARES TRADING S.A. 

<120> SPLICE VARIANT 

<130> P032575WO 

<140> PCT/GB03/05295 
<141> 2003-12-05 

<150> GB 0228441.2 
<151> 2002-12-05 

<160> 26 

<170> SeqWin99, version 1.02 

<210> 1 

<211> 181 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggctcccgga cgtccctgct cctggctttt ggcctgctct gcctgccctg gcttcaagag 60 

ggcagtgcct tcccaaccat tcccttatcc aggctttttg acaacgctat gctccgcgcc 120 

catcgtctgc accagctggc ctttgacacc taccaggagt ttgtaagctc ttggggaatg 180 

g " ' ~ ^ 181 

<210> 2 

<211> 61 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu Cys Leu Pro 
15 10 15 

Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr lie Pro Leu Ser Arg Leu 
20 25 30 

Phe Asp Asn Ala Met Leu Arg Ala His Arg Leu His Gin Leu Ala Phe 
35 40 45 

Asp Thr Tyr Gin Glu Phe Val Ser Ser Trp Gly Met Glu 
50 55 60 

<210> 3 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 3 

agtctattcc gacaccctcc aacagggagg aaacacaaca gaaatcc 47 
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<210> 4 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Ser lie Pro Thr Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser 
15 10 15 

<210> 5 

<211> 228 

<212> DNA 

<213> Homo sapiens 



<400> 5 

ggctcccgga cgtccctgct cctggctttt ggcctgctct 

ggcagtgcct tcccaaccat tcccttatcc aggctttttg 

catcgtctgc accagctggc ctttgacacc taccaggagt 

gagtctattc cgacaccctc caacagggag gaaacacaac 



gcctgccctg gcttcaagag 60 

acaacgctat gctccgcgcc 120 

ttgtaagctc ttggggaatg 180 

agaaatcc 228 



<210> 6 

<211> 76 

<212> PRT 

<213> Homo sapiens 



<400> 6 

Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly 
15 10 

Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr lie 
20 25 



Leu Leu Cys Leu Pro 
15 

Pro Leu Ser Arg Leu 
30 



Phe Asp Asn Ala Met Leu Arg Ala His Arg Leu 
35 4 0 

Asp Thr Tyr Gin Glu Phe Val Ser Ser Trp Gly 
50 55 



His Gin Leu Ala Phe 
45 

Met Glu Ser lie Pro 
60 



Thr Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys 
65 70 75 



Ser 



<210> 7 

<211> 600 

<212> DNA 

<213> Homo sapiens 



<400> 7 

atggctacag 

cttcaagagg 

ctccgcgccc 

tggggaatgg 

ctagagctgc 

ctcaggagtg 

ctcctaaagg 

ccccggactg 



gctcccggac 
gcagtgcctt 
atcgtctgca 
agtctattcc 
tccgcatctc 
tcttcgccaa 
acctagagga 
ggcagatctt 



gtccctgctc 
cccaaccatt 
ccagctggcc 
gacaccctcc 
cctgctgctc 
cagcctggtg 
aggcatccaa 
caagcagacc 



ctggcttttg 
cccttatcca 
tttgacacct 
aacagggagg 
atccagtcgt 
tacggcgcct 
acgctgatgg 
tacagcaagt 



gcctgctctg 
ggctttttga 
accaggagtt 
aaacacaaca 
ggctggagcc 
ctgacagcaa 
ggaggctgga 
tcgacacaaa 



cctgccctgg 
caacgctatg 
tgtaagctct 
gaaatccaac 
cgtgcagttc 
cgtctatgac 
agatggcagc 
ctcacacaac 



60 

120 

180 

240 

300 

360 

420 

480 
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3 C&R-102 

gatgacgcac tactcaagaa ctacgggctg ctctactgct tcaggaagga catggacaag 540 
gtcgagacat tcctgcgcat cgtgcagtgc cgctctgtgg agggcagctg tggcttctag 600 

<210> 8 

<211> 199 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ala Thr Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu 
1 *" 5 10 15 

Cys Leu Pro Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr lie Pro Leu 
20 25 30 

Ser Arg Leu Phe Asp Asn Ala Met Leu Arg Ala His Arg Leu His Gin 
35 40 45 

Leu Ala Phe Asp Thr Tyr Gin Glu Phe Val Ser Ser Trp Gly Met Glu 
50 55 60 

Ser lie Pro Thr Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn 
65 70 75 80 

Leu Glu Leu Leu Arg lie Ser Leu Leu Leu lie Gin Ser Trp Leu Glu 
85 90 95 

Pro Val Gin Phe Leu Arg Ser Val Phe Ala Asn Ser Leu Val Tyr Gly 
100 105 110 

Ala Ser Asp Ser Asn Val Tyr Asp Leu Leu Lys Asp Leu Glu Glu Gly 
115 120 125 

He Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg Thr Gly 
130 135 140 

Gin He Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser His Asn 
145 150 155 160 

Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe Arg Lys 
165 170 175 

Asp Met Asp Lys Val Glu Thr Phe Leu Arg He Val Gin Cys Arg Ser 
180 185 190 

Val Glu Gly Ser Cys Gly Phe 
195 

<210> 9 

<211> 522 

<212> DNA 

<213> Homo sapiens 

<400> 9 

ttcccaacca ttcccttatc caggcttttt gacaacgcta tgctccgcgc ccatcgtctg 60 
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caccagctgg cctttgacac ctaccaggag tttgtaagct cttggggaat ggagtctatt 120 

ccgacaccct ccaacaggga ggaaacacaa cagaaatcca acctagagct gctccgcatc 180 

tccctgctgc tcatccagtc gtggctggag cccgtgcagt tcctcaggag tgtcttcgcc 240 

aacagcctgg tgtacggcgc ctctgacagc aacgtctatg acctcctaaa ggacctagag 300 

gaaggcatcc aaacgctgat ggggaggctg gaagatggca gcccccggac tgggcagatc 360 

ttcaagcaga cctacagcaa gttcgacaca aactcacaca acgatgacgc actactcaag 420 

aactacgggc tgctctactg cttcaggaag gacatggaca aggtcgagac attcctgcgc 480 

atcgtgcagt gccgctctgt ggagggcagc tgtggcttct ag 522 

<210> 10 

<211> 173 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
15 10 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Val 
20 25 30 

Ser Ser Trp Gly Met Glu Ser lie Pro Thr Pro Ser Asn Arg Glu Glu 
35 40 45 

Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser Leu Leu Leu 
50 55 60 

lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val Phe Ala 
65 70 75 80 

Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp Leu Leu 
85 ~ ^ 90 95 

Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg Leu Glu Asp 
100 105 110 

Gly Ser Pro Arg Thr Gly Gin lie Phe Lys Gin Thr Tyr Ser Lys Phe 
115 120 125 

Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu 
130 135 140 

Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe Leu Arg 
145 150 155 160 

He Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
165 170 

<210> 11 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer GCP Forward 
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<400> 11 

ggggacaagt ttgtacaaaa aagcaggctt cgccacc 



<210> 


12 




<211> 


51 




<212> 


DNA 




<213> 


Artificial 


Sequence 


<220> 






<223> 


Primer GCP 


Reverse 


<400> 


12 





ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt g 



<210> 


13 


<211> 


40 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer INSP101-B1P-5 


<400> 


13 



gcaggcttcg ccaccatggc tacaggctcc cggacgtccc 



<210> 


14 


<211> 


50 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer INSP101-5'-R 


<400> 


14 



tagactccat tccccaagag cttacaaact cctggtaggt gtcaaaggcc 



<210> 


15 


<211> 


51 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer INSP101-3 ! -F 


<400> 


15 



aggagtttgt aagctcttgg ggaatggagt ctattccgac accctccaac a 

<210> 16 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer INSP101-3'-R 
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<400> 16 

gtgatggtga tggtgctaga agccacagct gccctccac 



<210> 17 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer INSPlOl-mut-F 



<400> 17 

gggcagctgt ggcttccacc atcaccatca ccattg 

<210> 18 

<211> 37 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer INSPlOl-mut-R 



<400> 18 

aatggtgatg gtgatggtgg aagccacagc tgccctc 

<210> 19 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 




<223> 


Primer pEAK12-F 


<400> 


19 


gccagcttgg cacttgatgt 


<210> 


20 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer pEAK12-R 


<400> 


20 


gatggaggtg gacgtgtcag 


<210> 


21 


<211> 


18 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer M13F 
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<400> 21 
caggaaacag ctatgacc 

<210> 22 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



18 



<220> 
<223> 



Primer M13R 



<400> 22 
tgtaaaacga cggccagt 

<210> 23 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



18 



<220> 
<223> 



Primer INSP101-CP1 



<400> 23 

gctgcaatgg ctacaggctc cc 

<210> 24 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



22 



<220> 
<223> 



Primer INSP101-CP2 



<400> 24 

agaagccaca gctgccctcc 

<210> 25 

<211> 677 

<212> DNA 

<213> Homo sapiens 



20 



<400> 25 
acaagtttgt 
ctcctggctt 
attcccttat 
gcctttgaca 
tccaacaggg 
ctcatccagt 
gtgtacggcg 
caaacgctga 
acctacagca 
ctgctctact 
tgccgctctg 
ttcttgtaca 



acaaaaaagc 
ttggcctgct 
ccaggctttt 
cctaccagga 
aggaaacaca 
cgtggctgga 
cctctgacag 
tggggaggct 
agttcgacac 
gcttcaggaa 
tggagggcag 
aagtggt 



aggcttcgcc 
ctgcctgccc 
tgacaacgct 
gtttgtaagc 
acagaaatcc 
gcccgtgcag 
caacgtctat 
ggaagatggc 
aaactcacac 
ggacatggac 
ctgtggcttc 



accatggcta 
tggcttcaag 
atgctccgcg 
tcttggggaa 
aacctagagc 
ttcctcagga 
gacctcctaa 
agcccccgga 
aacgatgacg 
aaggtcgaga 
caccatcacc 



caggctcccg 
agggcagtgc 
cccatcgtct 
tggagtctat 
tgctccgcat 
gtgtcttcgc 
aggacctaga 
ctgggcagat 
cactactcaa 
cattcctgcg 
atcaccattg 



gacgtccctg 
cttcccaacc 
gcaccagctg 
tccgacaccc 
ctccctgctg 
caacagcctg 
ggaaggcatc 
cttcaagcag 
gaactacggg 
catcgtgcag 
aaacccagct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

677 
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<210> 26 

<211> 205 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Ala Thr Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu 
15 10 15 

Cys Leu Pro Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr He Pro Leu 
20 25 30 

Ser Arg Leu Phe Asp Asn Ala Met Leu Arg Ala His Arg Leu His Gin 
35 40 45 

Leu Ala Phe Asp Thr Tyr Gin Glu Phe Val Ser Ser Trp Gly Met Glu 
50 55 60 

Ser He Pro Thr Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn 
65 70 75 80 

Leu Glu Leu Leu Arg He Ser Leu Leu Leu He Gin Ser Trp Leu Glu 
85 90 95 

Pro Val Gin Phe Leu Arg Ser Val Phe Ala Asn Ser Leu Val Tyr Gly 
100 105 110 

Ala Ser Asp Ser Asn Val Tyr Asp Leu Leu Lys Asp Leu Glu Glu Gly 
115 120 125 

He Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg Thr Gly 
130 135 140 

Gin He Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser His Asn 
145 150 155 160 

Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe Arg Lys 
165 170 175 

Asp Met Asp Lys Val Glu Thr Phe Leu Arg He Val Gin Cys Arg Ser 
180 185 190 

Val Glu Gly Ser Cys Gly Phe His His His His His His 
195 200 205 
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